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Iron atom
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of ’J}[“’ig?f:'" (sickle cell anemia)

[t

Figure 3.14 Sickle-cell hemoglobin molecules
polymerize due to the hydrophobic patch
introduced by the mutstion Glu 6t Val in thi
[i chain. The diagram (a) illustrates how this
hydrophobic pateh (green) inleracts witl

i hvdrophobic pocket (red) in a second
hemoglobin molecule, whose hydrophobic
patch interacts with the pocket in a third
molecule, and so an. Flectron micrographs of
sickle=cell homoglobin fbers are shown in
cross-section in (b)) and along the fibers in (c).
(831 ansed () from |1 Finch e al., Proe, Nl
Acad. Sci. USA 70: 718-722, 1971
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Hlustregion of an
influene virus

HS5N1

e rarminidase
ficedicdase )

Lipid envelope ?EF[ %;ﬁ%ﬁi F@Ff?i: (NA)

Influenza virus particles are highly pleiomorphic, ovoid
or spherical, of diameter 80-120nm 3
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RNA-Dependent RNA Polymerase in Hepatitis C Virus
CHIT Lo ¢ sk PrE PR R & 58 2 CAF X

CR ¥ L s 'er— FBRNA & > £ 1989# 4 3 > v L 5 2EAZEB A (
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G SRR Y S "’ﬁ“f 5o CAPFUL Z 2k id 2 R )}% » 2R NP A2 Z R Z2CAPF
Loow EJ_,mcﬂ‘]H;F‘&'}}%'* PBLRET TR BL 2 REL SRS J’“F AHBLE A
CAIPFE F3lAeF S MMHEE FRpIhFL Vi I REE > HR R 7 Afc- B A3 AT

SldecAPF e & AL 5 c3PPF o & (Hepatitis € Virus) o o },35% » 5 5 ARNAR &
f§E-RAFwien BEAFN 0 ms AP AT FERDREEFF 0 F Y- BaDNA-
dependent RNA polymerase ° ‘}%3} * £ 3 7 RNA-dependent RNA polymerase( % p& +% ﬁ‘rﬁ%‘/\g
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Potassium channel gating observed with site-directed mass tagging

p 20014 % 28 p ﬁ%;(nature)’f%\ TS A R T MR A2 PR
3'%\— "i/ﬁ»/&“ Fles 2 d - Bipy ~ PR fv\L‘u o BT ORI ARL T W B e
BT - BHREERAOMNE B L AAERET > B3 E OB
H b e AR G R IR o F AR AT R SR AL R RS ER R h R o
FX At B~ P EH 7 Rrenied site-directed mass taggmg:btﬁtr v R Bt
P ohmre vtk 3R p IRl EE - - R ¥ S cysteine o A w T F IR 0 P MankE e
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Anthrax Lethal Factor Proteolysis and Inactivation of MAPK
Kinase
REEFNRAS Y ST E B R 5 -

B 7 (Anthrax) £ - f&d & B % F(Bacillus anthracis)*7T31AecnE I m 8 L 5 > ROE A F
(Bacillus anthracis) i+ % 1274 3 (obligate aerobic)® fF F5 123 + (spore-forming) % F] © 3¢ + ¢ d
AT M3y At gR A7 (WwE ~F S RFETSRP S AR U EAS LR
(vegetative form) s & » Fiw? % % (capsule) kKFiFv o Ik Bk 5 ¥ k¥ 3 % (edema toxin) % K
&4 % (lethal toxin)z & & i¥* » WPwrple L IR F P2 Frgld o HIMEARF > S 28> > 3
%2 wmEE L BN § Hicr Lo

RGBT B KA DFF-R e F (lethal toxin) T8 idhd 4 &5 €& > k&4 % (lethal
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Structure of a specific alcohol-binding site defined
by the odorant binding protein LUSH from

Drosophila melanogaster
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